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4 <110> APPLICANT: BATEMAN, JOHN 

5 FITZGERALD, DAVID 

7 <120> TITLE OF INVENTION: A MOLECULAR MARKER 
9 <130> FILE REFERENCE: 071838.0142 

11 <140> CURRENT APPLICATION NUMBER: 10/699, 035B 

12 <141> CURRENT FILING DATE: 2003-10-31 

14 <150> PRIOR APPLICATION NUMBER: PCT/AU02/00542 

15 <151> PRIOR FILING DATE : 2002-05-02 

17 <150> PRIOR APPLICATION NUMBER: AU PR4701/01 

18 <151> PRIOR FILING DATE: 2001-05-02 
20 <160> NUMBER OF SEQ ID NOS : 41 

22 <170> SOFTWARE: Patentln Ver. 3.3 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 537 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Homo sapiens 
29 <400> SEQUENCE: 1 
3 0 ggggacctga tgttcctgct ggacagctca 

31 gttcgggagt ttgtggggca gctggtggct 

32 gccagtctgg tgcacgtggg cagtcggcca 

33 tcgggtgagg ctgcccagga tgcggtgcgt 

34 actggcctgg cgctggtcta tgccaaggaa 

35 ccaggggtgc ccaaagtgct ggtgtgggtg 

36 ccccccatgc aggagctcaa ggacctgggc 

37 ggcaacttcc tggagctgtc agccgctgcc 

38 gtggacgtgg atgacctgca catcattgtc 

40 <210> SEQ ID NO: 2 

41 <211> LENGTH: 180 

42 <212> TYPE: PRT 

43 <213> ORGANISM: Homo sapiens 
45 <400> SEQUENCE: 2 
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gccagcgtct ctcactacga gttctcccgg 60 
ccactgcccc tgggcaccgg ggccctgcgt 120 
tacaccgagt tccccttcgg ccagcacagc 180 
gcttctgccc agcgcatggg tgacacccac 240 
cagctgtttg ctgaagcatc aggtgcccgg 300 
acagatggcg gctccagcga ccctgtgggc 360 
gtcaccgtgt tcattgtcag caccggccga 420 
tcagcccctg ccgagaagca cctgcacttt 480 
caagagctga ggggctccat tctcgcg 537 
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64 Ala Ser Gly Ala Arg Pro Gly Val Pro Lys Val Leu Val Trp Val Thr 

65 100 105 110 

67 Asp Gly Gly Ser Ser Asp Pro Val Gly Pro Pro Met Gin Glu Leu Lys 

68 115 120 125 

70 Asp Leu Gly Val Thr Val Phe He Val Ser Thr Gly Arg Gly Asn Phe 

71 130 135 140 

73 Leu Glu Leu Ser Ala Ala Ala Ser Ala Pro Ala Glu Lys His Leu His 

74 145 150 155 160 

76 Phe Val Asp Val Asp Asp Leu His He He Val Gin Glu Leu Arg Gly 

77 ' 165 170 175 

79 Ser He Leu Asp 

80 180 

83 <210> SEQ ID NO: 3 

84 <211> LENGTH: 1266 

85 <212> TYPE: DNA 

86 <213> ORGANISM: Mus musculus 

88 <400> SEQUENCE: 3 

89 atgctgttct ggactgcgtt cagcatggct ttgagtctgc ggttggcatt ggcgcggagc 60 

90 agcatagagc gcggttccac agcatcagac ccccaggggg acctgttgtt cctgttggac 12 0 

91 agctcagcca gcgtgtcaca ctatgagttc tcaagagttc gggaatttgt ggggcagctg 180 

92 gtggctacga tgtctttcgg acccggggct ctgcgtgcta gtctggtgca cgtgggcagc 240 

93 cagcctcaca cagagtttac ttttgaccag tacagttcag gccaggctat acgggatgcc 3 00 

94 atccgtgttg caccccaacg tatgggtgat accaacacag gcctggcact ggcttatgcc 3 60 

95 aaagaacaat tgtttgctga ggaagcaggt gcccggccag gggttcccaa ggtgctggtg 420 

96 tgggtgacag atggtggctc cagcgacccc gtgggccccc ctatgcagga gctcaaggac 480 

97 ctgggtgtca ccatcttcat tgtcagcact ggccgaggca acctgttgga gctgttggca 540 

98 gctgcctcgg ctcctgccga gaagcaccta cactttgtgg atgtggatga tcttcctatc 600 

99 attgcccggg agctgcgggg ctccataact gatgcgatgc agccacaaca gcttcatgcc 660 

100 tcggaggttc tgtccagtgg cttccgcctg tcctggccgc ccctgctgac agcggactct 720 

101 ggttactacg tgctggaatt ggtacctagc ggcaaactgg caaccacaag acgccaacag 780 

102 ctgcccggga atgctaccag ctggacctgg acagatctcg acccggacac agactatgaa 840 

103 gtatcactgc tgcctgagtc caacgtgcac ctcctgaggc cgcagcacgt gcgagtacgc 900 

104 acactgcaag aggaggccgg gccagaacgc atcgtcatct cgcatgcgag gccgcgcagc 960 

105 ctccgcgtaa gctgggcccc cgcgcttggc ccggactccg ctctcggcta ccatgtacag 1020 

106 ctcggacctc tgcagggcgg gtccctagag cgcgtggagg tgccagcagg ccagaacagc 1080 

107 actaccgtcc agggcctgac gccctgcacc acttacctgg tgactgtgac tgccgccttc 1140 

108 cgctccggcc gccagagggc gctgtcggct aaggcctgta cggcctctgg cgcgcggacc 1200 

109 cgtgctccgc agtccatgcg gccggaggct ggaccgcggg agccctgaac tgcctgcctg 1260 

110 ctcgtc 1266 

112 <210> SEQ ID NO: 4 

113 <211> LENGTH: 415 

114 <212> TYPE: PRT 

115 <213> ORGANISM: Mus musculus 

117 <400> SEQUENCE: 4 

118 Met Leu Phe Trp Thr Ala Phe Ser Met Ala Leu Ser Leu Arg Leu Ala 

119 1 5 10 15 

121 Leu Ala Arg Ser Ser He Glu Arg Gly Ser Thr Ala Ser Asp Pro Gin 

122 20 25 30 

124 Gly Asp Leu Leu Phe Leu Leu Asp Ser Ser Ala Ser Val Ser His Tyr 
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199 <212> TYPE: DNA 

200 <213> ORGANISM: Homo sapiens 

202 <400> SEQUENCE: 5 

203 atgctcccct ggacggcgct cggcctggcc ctgagcttgc ggctggcgct ggcgcggagc 60 

204 ggcgcggagc gcggtccacc agcatcagcc ccccgagggg acctgatgtt cctgctggac 120 

205 agctcagcca gcgtctctca ctacgagttc tcccgggttc gggagtttgt ggggcagctg 180 

206 gtggctccac tgcccctggg caccggggcc ctgcgtgcca gtctggtgca cgtgggcagt 240 

207 cggccataca ccgagttccc cttcggccag cacagctcgg gtgaggctgc ccaggatgcg 300 

208 gtgcgtgctt ctgcccagcg catgggtgac acccacactg gcctggcgct ggtctatgcc 360 

209 aaggaacagc tgtttgctga agcatcaggt gcccggccag gggtgcccaa agtgctggtg 420 

210 tgggtgacag atggcggctc cagcgaccct gtgggccccc ccatgcagga gctcaaggac 480 

211 ctgggcgtca ccgtgttcat tgtcagcacc ggccgaggca acttcctgga gctgtcagcc 540 

212 gctgcctcag cccctgccga gaagcacctg cactttgtgg acgtggatga cctgcacatc 600 

213 attgtccaag agctgagggg ctccattctc gcgatgcggc cgcagcagct ccatgccacg 660 

214 gagatcacgt ccagcggctt ccgcctggcc tggccacccc tgctgaccgc agactcgggc 72 0 

215 tactatgtgc tggagctggt gcccagcgcc cagccggggg ctgcaagacg ccagcagctg 780 

216 ccagggaacg ccacggactg gatctgggcc ggcctcgacc cggacacgga ctacgacgtg 840 

217 gcgctagtgc ctgagtccaa cgtgcgcctc ctgaggcccc agatcctgcg ggtgcgcacg 900 

218 cggccagagg aggccgggcc agagcgcatc gtcatctccc acgcccggcc gcgcagcctc 960 

219 cgcgtgagtt gggccccagc gctgggctca gccgcggcgc tcggctacca cgtgcagttc 1020 

220 gggccgctgc ggggcgggga ggcgcagcgg gtggaggtgc ccgcgggccg caactgcacc 1080 

221 acgctgcagg gcctggcgcc gggcaccgcc tacctggtga ccgtgaccgc cgccttccgc 1140 

222 tcgggccgcg agagcgcgct gtccgccaag gcctgcacgc ccgacggccc gcgcccgcgc 1200 

223 ccacgccccg tgccccgcgc cccgaccccg gggaccgcca gccgtgagcc gtaa 1254 

225 <210> SEQ ID NO: 6 

226 <211> LENGTH: 418 

227 <212> TYPE: PRT 

22 8 <213> ORGANISM: Homo sapiens 
230 <400> SEQUENCE: 6 
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313 <210> SEQ ID NO: 7 

314 <211> LENGTH: 539 

315 <212> TYPE: DNA 

316 <213> ORGANISM: Mus musculus 

318 <400> SEQUENCE: 7 

319 agggggacct gttgttcctg ttggacagct cagccagcgt gtcacactat gagttctcaa 60 

320 gagttcggga atttgtgggg cagctggtgg ctacgatgtc tttcggaccc ggggctctgc 120 

321 gtgctagtct ggtgcacgtg ggcagccagc ctcacacaga gtttactttt gaccagtaca 180 

322 gttcaggcca ggctatacgg gatgccatcc gtgttgcacc ccaacgtatg ggtgatacca 240 

323 acacaggcct ggcactggct tatgccaaag aacaattgtt tgctgaggaa gcaggtgccc 300 

324 ggccaggggt tcccaaggtg ctggtgtggg tgacagatgg tggctccagc gaccccgtgg 360 

325 gcccccctat gcaggagctc aaggacctgg gtgtcaccat cttcattgtc agcactggcc 420 
32 6 gaggcaacct gttggagctg ttggcagctg cctcggctcc tgccgagaag cacctacact 480 
327 ttgtggatgt ggatgatctt cctatcattg cccgggagct gcggggctcc ataactgat 539 

329 <210> SEQ ID NO: 8 

330 <211> LENGTH: 180 
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